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A riboswitch is a piece of non-coding RNA that functions in downstream gene expression when bound to a metabolite. When a riboswitch interacts with its metabolite, it will undergo a conformational change that will affect downstream gene expression. The result is a change in production of the binding metabolite. The Soukup lab is researching the potential eukaryotic riboswitch in the Ornithine Decarboxylase Antizyme pseudoknot (OAZ-PK) RNA segment. Known bacterial riboswitches have an effect on various metabolic pathways, providing a way to develop antibiotic treatments. Identification of a similar non-coding RNA in eukaryotic species may provide a way to develop anti biological agents. I study a potential riboswitch in Crassostrea Gigas, a species of oyster. Selective 2’-Hydroxyl Acylation analyzed by Primer Extension (SHAPE) is being used to analyze structural changes of the OAZ-PK segment when it interacts with various polyamines. Analyzing these structural changes will aid in identifying this RNA segment as a eukaryotic riboswitch.  
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