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Candida albicans is an opportunistic fungus that colonizes the gastrointestinal tract and mucosal membrane of a large proportion of humans. The virulence of Candida albicans is strongly linked with its ability to exhibit polymorphism. Candida albicans can switch between yeast and hyphal morphologies, a process that is mediated by a sterol synthesis byproduct called farnesol. Farnesol is a known inhibitor of germ tube formation, or the switch from yeast to hyphal morphologies which is a key part of biofilm formation. Candida albicans is able to detect farnesol in its environment, but it is unclear how farnesol is moved from production, to secretion, and ultimately to detection. In this project, the production, response, and secretion of farnesol is examined through the lens of CWH8, the gene coorelated to farnesol production in Candida albicans. First, cwh8Δ/Δ, the deletion mutant of CWH8, was confirmed to not produce farnesol compared to wild-type Candida albicans. Additionally, the effects of CWH8 deletion on germ tube formation and exogenous farnesol response was evaluated, concluding that cwh8Δ/Δ has limited germ tube development while still responding to farnesol. The cwh8Δ/Δ mutant also was identified as being susceptible to cell wall stress. Finally, cwh8Δ/Δ opened an avenue to investigate the transport of exogenous farnesol into the cell, leading to the identification of potentially important genes involved in farnesol transport. The project described was supported by an Institution Development Award (IdeA) from the National Institute of General Medical Sciences of the National Institutes of Health under Grant #5P20GM103427.

